ABSTRACT
INTRODUCTION
The word virus comes from Latin referring to poison. The history of the discovery of the virus began in 1883 by Adolf Mayer, a German scientist. He studied the causes of mosaic disease in tobacco that caused tobacco growth to be dwarfed, and the leaves are yellow.
Mayer discovered that the mosaic disease was transmitted to other tobacco plants when he sprayed diseased tobacco leaf extracts to healthy plants. Mayer concluded that the disease was caused by tiny bacteria. These bacteria could not be seen using a light microscope (Ahmed et al., 2012 (Borodavka et al., , 2012 (Dai et al., 2017; Hall et al., 2011) .
Dogs (Canis lupus familiaris) is a
carnivorous mammal that has been domesticated from wolves from 10,000
to 15,000 years ago and has been growing up to now that has reached hundreds of races of all kinds. C.l.
familiaris is endowed with advantages in the sense of smell, hearing, and sight.
The closeness of the behavior pattern of C.l.familiaris with humans makes C.
l.familiaris can be trained, invited to play, live with humans, and be socialized with humans and other C.l.familiaris.
Some of the reasons people keep
C.l.familiaris are like friends, for fun, prestige, and additional activity (Call et al., 2003) .
Canis lupus familiaris as Virus Carrier in Indonesia
Virus Structure
A complete viral particle is called continuous, or segmented (Netherton et al., 2007; Stockley et al., 2013; Wileman, 2007) .
Virus Replication
Virus replication consists of 6 stages (Netherton et al., 2007; Stockley et al., 2013) : ( is a disease that can naturally transmit from animals to humans and vice versa (Soejoedono, 2004; Suharsono, 2002; Widiasih, 2012; Wileman, 2007) . Transmission of the disease occurs directly through direct contact with sick dogs, whereas indirect contamination can be through contaminated faces (Nichols and Smith, 2002; Schmutz and Berryere, 2007) . The viruses infected in C.l.familiaris and potentially contagious in humans can be seen in table 1. (Ellis and Krakowka, 2012; Pecoraro et al., 2013) 
Pantropic canine coronavirus
Single stranded positive RNA (Kaczorek et al., 2017; Mosallanejad et al., 2015) Canine bocavirus Single stranded DNA (Kapoor et al., 2012) 
Canine hepacivirus
Single stranded positive RNA (Bexfield et al., 2014 
